Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.025; wR factor = 0.064; data-to-parameter ratio = 10.8.
In the crystal structure of the mononuclear title compound, (C 5 O (ampym = 2-amino-4-methyl pyrimidine, pyzdcH 2 = pyrazine-2,3-dicarboxylic acid), the Co II ion is hexacoordinated by two (pyzdc) 2À groups in the equatorial plane and two water molecules in axial positions, giving an N 2 CoO 4 bound set. The (pyzdc) 2À anion acts as a bidentate ligand through one carboxylate group O atom and pyrazine ring N atom. There are diverse N-HÁ Á Á O and O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen-bonding interactions, which lead to the formation of a three-dimensional supramolecular architecture. Off-set or slipped -stacking interactions are also observed between adjacent pyrimidine rings with face-to-face distances of 3.6337 (9) Å .
Related literature
For the pyzdcH 2 ligand, see: Aghabozorg et al. (2008) . For the crystal structure of pyrazine-2,3-dicarboxylic acid (pyzdcH 2 ), see : Takusagawa & Shimada (1973) . For complexes of pyzdcH 2 with zinc and manganese, see: Eshtiagh-Hosseini et al. (2010a,b,c,d,e) . The six uncoordinated water molecules increase the number of hydrogen bonds and lead to the formation of (H 2 O) n clusters throughout the crystal, see: Aghabozorg et al. (2010) .
Experimental
Crystal data (C 5 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis CCD (Oxford Diffraction, 2009 ); cell refinement: CrysAlis RED (Oxford Diffraction, 2009 ); data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Crystal Impact, 2009); software used to prepare material for publication: publCIF (Westrip, 2010 (1), Cu, Zn and ampy = 2-amino-4-methyl pyridine) (Eshtiagh-Hosseini et al., 2010b,cd) . Continuing our previous work on the syntheses of coordination compounds via proton transfer mechanism, we planned the reaction between pyzdcH 2 , ampym and cobalt (Fig. 2) . Indeed, the arrangement of anionic parts in the network resulted in the creation of anionic holes for entering cationic parts; this arrangement results in off-set or slipped π -π stacking interactions with the distance of 3.6337 (9) Å between the centroids of the rings (Fig. 3) . Moreover, six uncoordinated water molecules increase the number of hydrogen bonds in the crystalline network and lead to the formation of (H 2 O) n clusters throughout the crystalline network (Aghabozorg et al. 2010) . 
Refinement
Carbon and nitrogen bound hydrogen atoms were positioned geometrically and refined as riding using standard SHELXTL constraints, with their U iso set to either 1.2U eq or 1.5U eq (methyl) of their parent atoms. The C-H distances were set to supplementary materials sup-2 0.95 and 0.98 \%A for aromatic and methyl groups, respectively, the N-H distances used were 0.88 \%A. Oxygen bound hydrogen atoms were located in a difference Fourier map and refined isotropically. Figures   Fig. 1 . Molecular structure of (ampymH) 2 [Co(pyzdc) 2 (H 2 O) 2 ].6H 2 O compound. Ellipsoids are drawn at the 50% probability level. (ampymH) + fragments.
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